Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.007 Å; R factor = 0.024; wR factor = 0.062; data-to-parameter ratio = 22.5. 2+ ions and water molecules by N-HÁ Á ÁBr and O-HÁ Á ÁBr bonds, forming a threedimensional network. N-HÁ Á ÁO interactions are also present. The observed three different Hg-Br distances of 2.5597 (6), 2.6862 (8) and 2.6923 (8) Å in the tetrabromomercurate unit are due to the connection of Br atoms to different numbers of H atoms. The Hg, O and two Br atoms are located on a crystallographic mirror plane. The cation has 1 symmetry with the center of the C-C bond lying on a crystallographic center of inversion.
Related literature
For synthetic methods, see : Furukawa et al. (2005) . For background to Hg-halogen bonds, see: Ishihara et al. (2002) ; Furukawa et al. (2005) . For a related structure, see: Terao et al. (2009) .
Experimental
Crystal data (C 2 Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Hg atoms due to their soft nature are amenable to polarization and thus the Hg-halogen bonds are sensitive to the intermolecular interactions such as hydrogen bonding (Ishihara et al., 2002) . This was evident in the halogen NQR of the Hg compounds in which the resonance frequencies are widely spread (Furukawa et al., 2005) . Thus the study of the structure and bonding of this class of compounds is interesting. As a part of our studies in this direction (Terao et al., 2009) , we report herein the crystal structure of ethylenediammonium tetrabromomercurate(II) monohydrate (I) (Fig. 1) . In the structure, mercury atoms are tetrahedrally coordinated by four bromine atoms and the resulting HgBr 4 tetrahedra are interconnected to the
2+ ions and water molecules by bromine-hydrogen bonds forming a three-dimensional network ( 
Experimental
Ethylenediammonium tetrabromomercurate(II) monohydrate crystals were prepared by mixing equimolecular proportions of ethylenediammonium bromide and mercury(II) bomide into a methanol solution, followed by a successive evaporation of the solvent.
Refinement
The H atom of the water molecule was located in difference map and was refined with restrained geometry, viz. the O-H distance was restrained to 0.85 (3) Å and H-H distance was restrained to 1.365 Å, thus leading to the angle of 107°. The other H atoms were positioned with idealized geometry using a riding model with N-H = 0.91 Å and C-H = 0.99 Å. All H atoms were refined with isotropic displacement parameters set to 1.2 times of the U eq of the parent atom.
The residual electron-density features are located in the region of Hg1. The highest peak and the deepest hole are 0.91 and 0.71 Å from Hg1, respectivily.
Figures Fig. 1 . Molecular structure of (I), showing the atom labeling scheme. The displacement ellipsoids are drawn at the 50% probability level. The H atoms are represented as small spheres of arbitrary radii. 
Special details
Experimental. CrysAlis RED (Oxford Diffraction, 2009) Empirical absorption correction using spherical harmonics, implemented in SCALE3 ABSPACK scaling algorithm.
Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance mat- 
